Isolation of Potentially Active Compounds from Halimeda sp.

INSTITUTION OF

O ANQERAPEY Megan Rooney, Evgenia Glukhov, Willlam Gerwick
< Gerwick Laboratory, Sverdrup Building, Scripps Institute of Oceanography and Marine Biology

The secondary metabolites of marine
organisms have proven over time to be i
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Examples of compounds identified by LCMS. Above is a protonated compound and below is a
sodiated compound.
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The Halimeda extract consists of many previously unidentified compounds.

These compounds are not brine shrimp toxic, but may have other biological
properties.

Secondary metabolites of marine organisms continue to be a useful source of
biomedically-relevant compounds.

Compounds from the crude extraction were then separated using Vacuum
Liquid Chromatography (VLC): a method of separation based on the relative
polarity of the compounds present. Solutions of varying polarity, starting with
nonpolar hexane and ending with highly polar methanol were poured over a
column containing the crude sample and vacuum applied through a porous
filter to give fractions. The most vital of these fractions are the most polar
(Fractions H and |) because they have historically yielded the most bioactive

compounds.
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